The movement of glucose and galactose from the lumen of the small intestine to the systemic system is facilitated by (1) the sodium dependent glucose cotransporter (SGLTI), located on the enterocyte luminal membrane; and (2) the uniporter, GLUT2, at the basolateral membrane. The cDNA sequence for rabbit intestinal SGLTl was first obtained using a novel technique of expression cloning [I] .
The cDNA sequence predicted a protein of 662 amino acids with a mass of 73 kDa. Since then, a number of very similar proteins have been cloned from rabbit kidney [2, 3] , human small intestine [4] and pig renal cells [5] . There is now evidence emerging that SGLTl belongs to a family of sodium dependent transporters.
However, SGLTl bears no sequence homology with the GLUT group of uniporters [6] .
Antibodies raised against peptides sequences derived from the rabbit SGLTl sequence were used to study the ovine intestinal SGLTI related proteins [7] . Using rabbit intestinal SGLTl cDNA as a probe, signals have been detected with ovine mRNA by Northern blot analysis and in situ hybridisation histochemistry [8, 9] . We decided to use the rabbit cDNA probe to screen a lamb jejunal cDNA library to obtain the cDNA sequence for the ovine SGLTI. Determination of the sequence of the ovine intestinal SGLTI will enable studies to be carried out on the regulation of the activity and the expression of this transporter in response to dietary conditions. A 2.1 kb clone was isolated using rabbit intestinal SGLTl cDNA as a probe. Using this 2.1 kb cDNA clone as a probe, Northern blot analysis showed that the clone had a higher affinity for lamb intestinal mRNA than for rabbit intestinal mRNA (Fig. 1) . The lamb cDNA clone was also used to screen the library. A 3 kb clone was isolated. However, aligning the nucleotide sequences of both the 2.1 and 3 kb clones to that of the rabbit SGLTl cDNA showed that neither probably encoded for the whole protein. The clones consist of about 1.4 kb of the protein coding region and the remainder being different lengths of the 3' untranslated region.
Sequencing of both these clones has revealed a 456 amino acid stretch exhibiting an 82% homology relative to the rabbit cDNA sequence The 5' end of the cDNA has been cloned using a PCR strategy involving a target sequence oligonucleotide primer and a hgt 10 primer. Sequencing of a number of these PCR clones is currently underway.
The ovine cDNA sequenced to date encompasses residues 402-421 ofthe rabbit SGLTI. This is the region against which the antibody used in earlier studies was raised [7] . The amino acid sequence of the corresponding peptide region in sheep intestinal SGLTI is identical. This observation supports the conclusions drawn in previous work where the antibody was used to identify the ovine SGLTl protein.
A lamb cDNA library was constructed in hgtl0. 
